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CONCLUSIONS

O Epigenetic changes such as changes
in DNA methylation have recently

KEY RESULTS: SHARED CANCER SIGNAL IS FOUND ACROSS CANCERS
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SUPPORTING DATA

O In the first experiment, the absence of a trained CSO

METHODS

O Using an established targeted methylation-based assay Figure 1. Cross-Training With Exclusion of Cancer Types

Figure 4. Cancer Signal Origin: Predicting Localization When
Cancers Were Excluded from Training
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