Assessment of Cancer subtypes Across Multiple Cancer Types Using a Circulating Tumor DNA

ctDNA)-Based largeted Methylation Assay

American Association for
Cancer Research 2025
April 25-30, 2025
Chicago, IL, USA

Joerg Bredno*, Rita Shaknovich*, Alexis Thornton, Susanne Tilk, Oliver Venn, Chun Zhang*
GRAIL, Inc., Menlo Park, CA. *Affiliation at time of study.

INTRODUCTION KEY RESULTS: A ctDNA-BASED TARGETED METHYLATION ASSAY ACCURATELY PREDICTS CANCER SUBTYPES ACROSS MULTIPLE CANCER TYPES CONCLUSIONS
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invasive biopsies; this approach presents Held-Out Other ------ ---n Squamous cell carcinoma 95 32 127 74.8%  66.2-81.9 o This powerful multi-cancer
several challenges, including inaccessibility elc- u Mesothelial neo ---- . . . -

. - ' - t rcinom 2 4 95.89 89.1-98.7
of some tumor tissue samples, limited Demographics (Te_s1t ‘Sl(e):l) pla HPV-associated carcinoma 9 96 /0 subtyping classifier
interpretation of some tissue-based n=1 Mesenchymal neoplasm -- - 13 -- Mullerian neoplasm 91 12 103  88.3% 80.2-93.6 offers a potential tool to
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